B Y 8B E R AR et R ThS i E 5
REZERSEREDIMER

Application of Matrix-Assisted Laser Desorption
lonization Mass Spectrometry on Single Nucleotide
Polymorphism Genotyping

BB A -~ BEYL - REW

Yet-Ran Chen, Hsin-Kai Liao, Yu-Ju Chen

AR e T BREEZHEA ﬁz‘k/&*ﬁ%a‘z‘hﬁa%#%%léﬁ%‘fﬁ@ AT R SRR AR
’ kéé’ﬁkl SR T HSERE - RBAREFRG AT K - o ld i 7 k488
B BB T AT IR I s AR A AT BE R SEH M (MALDI-TOF MS) Ff A 69453 B ~ & E 40U fo
MIRE > B AT aﬁkéﬁ# B %Akt (SNP) e ER TR o RGN BT F R LN
MALDI-TOF-MS 4 #7 ¥ BR 4 £ 2 75 ik o

N

NG r}mg@

In postgenome era, DNA variation analysis is of great interest for providing insight into disease
mechanism. Vast numbers of analysis to fully explore the genomic information have enabled the
growing demand of high sensitivity, high throughput, and low cost platforms. By the intrinsic nature
of accuracy, sensitivity and speed, matrix-assisted laser desorption / ionization time-of-flight mass
spectrometry (MALDI-TOF-MS) has emerged an important tool for genotyping. This review will
focus on the latest methods for SNP genotyping using MALDI-TOF MS.
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